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What is ancient DNA (aDNA) ?

- ancient = before the fall of Roman Empire

- extracted from ‘old’ remains (bones, tooth, soft 

tissue)

adapted from  K Prüfer et al. Nature 000, 1-7 (2013) 
doi:10.1038/nature12886
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What is ancient DNA (aDNA) ?

- ancient = before the fall of Roman Empire

- extracted from ‘old’ remains (bones, tooth, soft 

tissue)

It is degraded.

It is modified.

It is contaminated.
adapted from  K Prüfer et al. Nature 000, 1-7 (2013) 
doi:10.1038/nature12886
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What is ancient DNA (aDNA) ?

- pedal toe phalanx, Neanderthal Individual
- ~ 50 000 years old
- Extraction, Amplification, PE - Sequencing (Illumina)
- ~ 70 % endogenous DNA 

adapted from  K Prüfer et al. Nature 000, 1-7 (2013) 
doi:10.1038/nature12886
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What is ancient DNA (aDNA) ?

- pedal toe phalanx, Neanderthal Individual
- ~ 50 000 years old
- Extraction, Amplification, PE - Sequencing (Illumina)
- ~ 70 % endogenous DNA

What about the other 30 % ?
adapted from  K Prüfer et al. Nature 000, 1-7 (2013) 
doi:10.1038/nature12886
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file.bam

Pairs              Merged Pairs Singletons
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Fastp parameters:

Phred   >= 24
Length  >= 20 nt
Adapter Trimming
Low complexity Filtering
PolyX Trimming >= 10 nt

Before Filtering:

1,309,313,311 M

144,357,489 PE (2x)

1,598,028,289 TOTAL

After Filtering:

1,293,551,377 M

35,876,296 PE (2x)

1,365,303,969 TOTAL
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Thank you for your attention!
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Fastqc Reports
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Quality Reports indicate artificial Sequence Content

FastQC - Before
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Quality Reports indicate artificial Sequence Content

FastQC - After
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Ancient DNA is commonly:

degraded

modified

contaminated

adapted from: K Prüfer et al. Nature 000, 1-7 (2013); doi:10.1038/nature12886; supplements Figure S5a.3
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ssDNA library

standard Illumina

adapted from MT. Gansauge , M. Meyer, Methods in Molecular Biology(2019), https://doi.org/10.1007/978-1-4939-9176-1_9
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Increasing resolution - coverage depth plots on MEGAHIT viral candidates


