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Akob et al., 2011

role of water (Aqua) and biodiversity (Diva)
for structure, properties and functions

of the Critical Zone

• What biota live there?
• How do they interact with and reflect their

environment?
• How do they reflect surface properties?

www.aquadiva.uni-jena.de

www.aquadiva.uni-jena.de


AquaDiva - Sampling site
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Lower Aquifer
(oxic)
~10 mg/l nitrate
~3 mg/l DOC
50-80% O2

Upper aquifer
(anoxic)
~1 mg/l nitrate
<2 mg/l DOC

→ different active microbial communities
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emphasis on

• CO2 fixation
• ammonium oxidation
• denitrification



Identifying key community traits
shaping pelagic iron-rich aggregates

Dr. Shipeng Lu

• former lignite mine
• pH ∼3 (center), 5.5 (north)
• up to 12 mM Fe(II)
• up to 20 mM SO2−
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The “Iron Snow”

• biogenic origin
• 20 - 200 µm
• 3 - 11 % TOC
• >35 % Fe

Reiche et al., 2011
Lu et al., 2013



Quick ‘n’ dirty approach

11 RNA-Seq samples
↓

SortMeRNA1

sensitivity and selectivity >99 %
silva and rfam

5 - 9 % non-rRNA left

↓
SPAdes2

fast!

↙
segemehl3

↓
annotate somehow...
blastx (takes ages)

blat (?#!?)

soon: RAPSearch24 against m5nr

1 Kopylova et al., 2012
2 Bankevich et al., 2012
3 Hoffmann et al., 2009
4 Zhao et al., 2011
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