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Why caring about
bioinformatics

training?
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Need for bioinformatic training

Explosion of data to analyze
Access to computational power
Thousand of possible tools for specialized analyses

Bioinformatics has become too central to biology
to be left to specialist bioinformaticians 
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An increasing demand  
for learning bioinformatics

Graphs of Brazas et al, 2017
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http://biorxiv.org/content/early/2017/02/27/098996


Galaxy 
a great solution !
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Computational knowledge: Not required!

Web interface for numerous bioinformatics tools
Scalable
No issue with computer con�guration during training
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Building a new open, collaborative and FAIR
model for bioinformatics training
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Requirements
Easy to use
Support for effective training for

Individual users
Instructors

De�nition of technological infrastructure
Limited redundancy
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An open, collaborative, FAIR, online infrastructure
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Separation between content and format
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An open, collaborative, FAIR, online infrastructure
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Findable material via TeSS

https://tess.elixir-europe.org/
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https://tess.elixir-europe.org/


An open, collaborative, FAIR, online infrastructure
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Storage of training datasets on Zenodo

https://zenodo.org/
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https://zenodo.org/


An open, collaborative, FAIR, online infrastructure
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An open, collaborative, FAIR, online infrastructure
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An open, collaborative, FAIR, online infrastructure
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Galaxy Training materials

http://training.galaxyproject.org
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http://training.galaxyproject.org/


5 . 13



Thank you!

An open, collaborative, FAIR, online infrastructure 
  

 
training.galaxyproject.org

github.com/galaxyproject/training-material
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