Network biology

A crash course on STRING and Cytoscape
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LEARNING OBJECTIVES

PREREQUISITES

EXERCISE 1

Protein queries
Compound queries
Disease queries
PubMed queries
New search interface

EXERCISE 2

Protein network retreival
Discrete color mapping
Data import

Continuous color mapping
Functional enrichment

Home People Publications Resources

Cytoscape stringApp exercises

Learning objectives

In these exercises, we will use the stringApp for Cytoscape
to retrieve molecular networks from the STRING and STITCH
databases. The exercises will teach you how to:

e retrieve networks for proteins or small-molecule
compounds of interest

o retrieve networks for a disease or an arbitrary topics in
PubMed

e layout and visually style the resulting networks
e import external data and map them onto a network

o perform enrichment analyses and visualize the results
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@ Measles virus (strain Ichinose-B95a) () Homo sapiens
Measles virus (strain Ichinose-B95a) NCBI taxonomy Id: 9606
NCBI taxonomy Id: 11234

viruses.string-db.org
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