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RNAcode(multi_nuc_Seq_Alig) — codingPotential

Species Genome Blast

Alligment
anaero 227% ?2?%
ecoli ?7?°7% ?2?°7%
ery 227% 222%
blautia ?277% ?277%
clostri ?7?°7% ?2?727%
lacto 7?°7% ?2?7%
bifi ??7% ?P7%
bact ?2?7% ?277%
haloferax ?7?°7% ?2?°7%

RNAcode

Percent of coding genes which can be recalled
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RNAcode(multi_nuc_Seq_Alig) — codingPotential

Species Genome Blast

Alligment
anaero 69% ?2?7%
ecoli 90% ?2?°7%
ery 81% ?2?27%
blautia 78% ?277%
clostri 80% ?2?727%
lacto 90% ?2?7%
bifi 87% ?277%
bact 79% ??7%
haloferax 64% ?2?°7%

RNAcode

Percent of coding genes which can be recalled
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RNAcode(multi_nuc_Seq_Alig) — codingPotential

Species Genome Blast

Alligment
anaero 69% 16%
ecoli 90% 18%
ery 81% 17%
blautia 78% 52%
clostri 80% 59%
lacto 90% ?2?7%
bifi 87% 65%
bact 79% 15%
haloferax 64% 48%

Percent of coding genes which can be recalled
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Thank you for your attention!
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