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Motivation

Database Link Update | # Virus Entry Source Data
BV-BRC bv-brc.org 2023 8.5M GenBank, RefSeq,
DPVweb http://www.dpvweb.net/ 2013 39,257 EMBL, GenBank
FVD bioinfo.ihb.ac.cn/fvd 2015 4,860 Publications, GenBank
IMG/VR v3 https://img.jgi.doe.gov/vr/ 2023 56 M IMG metagenomes, RefSeq
MVIP https://mvip.whu.edu.cn 2021 6,586 Manually curated high throuput sequencing samples
MVP mvp.medgenius.info 2021 50,782 Sequences from NCBI
NCBI Virus ncbi.nim.nih.gov/labs/virus/ 2023 10.8 M Complete Genomes
PhEVER pbil.univ-lyon1.fr 2010 2,426 RefSeq Vlral, Ensembl, Genome Reviews
phiSITE http://www.phisite.org 2014 1,229 Phage genomes from publications
pVOGs vogdb.org 2023 9,868 Genomes from RefSeq Viral
RvVDB rvdb.dbi.udel.edu 2022 45M Sequences frem GenBank, RefSeq
Virxicon virxicon.cs.put.poznan.pl 2023 599,538 Sequences from NCBI Viral Genomes, GenBank
Curated from GenBank, ViPR, Virus variation
ViralZone viralzone.expasy.org 2023 NA resource, IRD, HIV sequence database, Virology.ca.
GISAID gisaid.org 2023 149 M Influenza and hCoV-19 genomes
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http://bv-brc.org/
https://www.oxfordjournals.org/nar/database/summary/810
http://www.dpvweb.net/
http://bioinfo.ihb.ac.cn/fvd
https://www.oxfordjournals.org/nar/database/summary/1945
https://img.jgi.doe.gov/vr/
https://mvip.whu.edu.cn/
http://mvp.medgenius.info/
https://www.ncbi.nlm.nih.gov/labs/virus/vssi/#/
https://www.oxfordjournals.org/nar/database/summary/1432
http://pbil.univ-lyon1.fr/databases/phever/help.html
https://www.oxfordjournals.org/nar/database/summary/1356
http://www.phisite.org/
http://rvdb.dbi.udel.edu/
https://virxicon.cs.put.poznan.pl/
https://www.oxfordjournals.org/nar/database/summary/1337
http://viralzone.expasy.org/
http://gisaid.org

Objectives

Virus Study Reference / : User Workbench
Universal coverage of viruses [ 01 User working area to store
(Phage and non-phage) personal project data

Curated Data
Data curation flows

Rapid Query

User-friendly interface with
the possibility to search with
any entity of the database

Database Integration

Restful API to provide Inter-
database connections

Online Tools

Several commonly used
software and powerful viral
bioinformatics pipelines
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Server-side structure
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Current status

NCBI Virus
Sequences for discovery
BV-BRC website
FTP Download P3 Scyipts
fasta fasta
on Taxonomy of Viruses Metadatp : Metadaty
NCBInisights .CSV fasta
y > VMR37 ] Sequence
FNL -
International Committee
on Taxonomy of Viruses Virus Metadata
Resource &
fullnamelineage.dmp
Entrez
Programming
Utilities
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NCBI Virus

Sequences for discovery

P3 Scripts

fasta

Metadata

)

~ 9 M records

> 7 M sequences

# Families 233
# Species 4818




Next steps

Release the prototype

Finalize the integration of BV-BRC and NCBI virus database into VirdenDB
Further data curation

FTP access for the currently available data

Survey and feedback collection
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