Not everything gets bad when we get old.
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The Interplay: Aging vs. Splicing
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Using RNASeq data to investigate the interplay
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Changes in beginning and the end

Regulation of
gene expression

Tan, et al.(2006) & Robinson, et al.(2021)
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Few novel exons, few
novel introns, few novel

transcripts.
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In response to healthy ageing,
several hundred genes show
dominant isoforms, usually in
one age group.
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Take Home Message: Stay healthy, be stable.
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> How many isoforms per gene are possible?
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Just because a gene has many isoforms does not mean it is more likely to be differentially spliced.
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Human data is not a
bug but a a

troublesome feature.
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Alternative
splicing types
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Young Aging
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Intersection size
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