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Background

a. Long Intergenic Noncoding RNA (LincRNA)
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d. Intronic RNA

l:] Coding RNA or mRNA
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Background
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Some Results - Looking for translation signs
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Some Results - Looking for translation

signs
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Some Results - Coding Potential - IncRNA

Number of IncRNAs genes by Category
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Some Results - Coding Potential - IncRNA

‘ORFs from IncRNAs classified as potentially coding by RMAsamba and CPAT
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Some Results - RNA motifs as Features: Kozak sequeces
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Some Results - RNA motifs as Features: IRES sequences
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The trick of the trade - polysome-based features
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The trick of the trade - polysome-based features

Set of reads
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The trick of the trade - Polysome-based features

ML models training

Our goal is to create a ML model to distinguish
between SEP-encoding IncRNAs in a regular RNAseq data,
since the training will be based on experimentally’validated
peptides and polyseq data.
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Perrita and Hannah also say
‘Thank you for
your attentionj
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