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lncRNA RMST
• Essential during embryonic development
• Rhabdomyosarcoma  2-associated transcript
• RMST is involved in neuronal development in mammals





RMST – Annotation in Human

• Assemby reference from human GRCh38
• Genomic Locations 
• Chromosome 12

• 96,985,650-97,843,832
• Latest Assembly Size: 858,183 base pairs (bp



RMST conserved families in vertebrates 

RMST 1 RMST 2,3,4 5 RMST 6, 7 RMST 8,9,10





Objective: Determine the evolutionary origin of the RMST lncRNA

Lack of information 
in invertebrates  



Methodology 



RMST_Family Gathering cutoff
RMST_1 40
RMST_2 45
RMST_3 55
RMST_4 40
RMST_5 58
RMST_6 90
RMST_7 100
RMST_8 80
RMST_9 65

RMST_10 55

Family-defined cutoff cmscan + hits :
• E-value ≤ 0.001
• Hit Score  …..



Default parameters 

Representative species



Covariance 
models of RFAM 
based

• In sequences of vertebrates
• Guttering Cutoff ?
• The problem: 

• We do not have 
representatives of 
invertebrates



Relax parameters 





• What is the first animal 
that has a process of 
neurulation?

• Jellyfishes 



• What is the first animal 
that has a process of 
neurulation?

• Sponges ?



NEDD1 TMPORMST

Searching for orthologous genes





Future analyses To take home 

• RMST 9 is well conserved in 
metazoans

• RMST 8 may represent a family 
that is also well conserved in 
metazoans

• Most of the models are only 
based on vertebrates

• We need to increase the 
information on invertebrates
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