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Application: Homology-based scaffolding
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Application: Homology-based scaffolding

Capsicum annuum Chr09 forward // // //
15065038-15715278 16325579-16891663 17810276-18447977 24402329-24905380

Solanum lycopersicum SL4.0ch12 reverse
1401408 - 245988

Solanum melongena 12 forward //
1643088-2409160 75910858-76431438

Solanum stellatiglandulosum contig 293 forward
0-890816

Solanum torvum GWHCAXF00000002 reverse //
5773955 - 5270504 1024632 - 153390

Solanum stellatiglandulosum contig 260 forward
1236827-1740217

Solanum stellatiglandulosum scaffolded scaffold 2 reverse //
6651059 - 6147669 1447428 - 268334

Solanum stellatiglandulosum contig 291 forward
175904-680361



Application: Enhanced orthology inference

1 partition of genomes into anchor-separated regions with homologs

2 initial orthology graph contruction (sequence similarity, cograph
editing)

3 rearrangement-aware refinement
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Application: Enhanced orthology inference



Thank you!

https://anchored.bioinf.uni-leipzig.de/


